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About the Contributors

Xiao-Li Li is currently a principal investigator in the Data Mining Department at the Institute for 
Infocomm Research, A*STAR, Singapore. He also holds an appointment of adjunct assistant professor 
in Nanyang Technological University (NTU). His research interests include data mining, machine learn-
ing, and bioinformatics. He has been serving as the members of technical program committees in numer-
ous data mining related conferences (including KDD, ICDM, SDM, PKDD/ECML, PAKDD, AAAI, 
ACML and CIKM), and bioinformatics conferences (a book editor for Biological Data Mining in Protein 
Interaction Networks, PC members for ACM BCB, IEEE BIBE, IEEE BIBM, InCob, BIOCOMP etc.).  
In 2005, he received Best Paper Award in the 16th International Conference on genome informatics 
(GIW 2005). In 2008, he received the Best Poster Award in the 12th Annual International Conference 
Research in computational molecular biology (RECOMB 2008). In 2011, he received Best Paper 
Runner-Up Award of the 16th International Conference on Database Systems for Advanced Applications 
(DASFAA 2011). 

See-Kiong Ng is currently Principal Scientist and the head of the Data Mining Department at the 
Institute for Infocomm Research, A*STAR. The department focuses on applied research and develop-
ment in machine learning, text mining, semantic technologies, privacy-preserving data mining, and 
bioinformatics.  See-Kiong obtained both his BS and PhD in computer science from Carnegie Mellon 
University (CMU), with an MS from University of Pennsylvania.  His primary research is in data mining 
and machine learning, with applications in text mining, bioinformatics, privacy-preserving data mining, 
and social network mining.  See-Kiong has a long-standing interest in cross-disciplinary applied com-
puter science research. He wrote the TrueAllele software when he was a graduate student at CMU.  The 
program was subsequently used by a biotech company in Iceland to genotype the Icelandic population 
-- thus began his cross-disciplinary journey into the exciting field of genomics as a computer scientist. 
See-Kiong has since been able to apply what he had learned from bioinformatics to a wide array of ap-
plication domains from social network analysis to sensor stream data mining.  He has published close 
to 100 papers in leading peer-reviewed journals and conferences to-date.  See-Kiong also holds a joint 
appointment as an Associate Professor of Information Systems Technology and Design at the Singapore 
University of Technology and Design, the latest university in Singapore.

* * *

Tatsuya Akutsu received B.Eng. and M.Eng. in Aeronautics and D.Eng. in Information Engineering 
from University of Tokyo, 1984, 1986 and 1989, respectively. From 1989 to 1994, he was with Mechanical 
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Engineering Laboratory, Japan. From 1994 to 1996, he was an Associate Professor in the Department of 
Computer Science at Gunma University. From 1996 to 2001, he was an Associate Professor in Human 
Genome Center, Institute of Medical Science, University of Tokyo. Since 2001, he has been a Profes-
sor in Bioinformatics Center, Institute for Chemical Research, Kyoto University. His research interests 
include bioinformatics and the design and analysis of algorithms.

Paramjeet Singh Bagga received his Bachelors, Masters, and Ph.D. in Biology from Guru Nanak Dev 
University, Amritsar, India, in 1982, 1983 and 1988 respectively. His postdoctoral research at University 
of Medicine and Dentistry of New Jersey (UMDNJ), USA, focused on DNA repair in human Xeroderma 
Pigmentosum cells. As a research associate he studied mechanisms of RNA processing at UMDNJ. He 
joined as Assistant Professor at Montclair State University, New Jersey, USA, in 1996 and then moved 
to Ramapo College of New Jersey (RCNJ) in 1999. At present he is working as Professor of Biology 
and Convener (Head) of Bioinformatics at RCNJ. His current research interests include regulation of 
post-transcriptional eukaryotic gene expression from a genomics perspective. His research lab develops 
and uses computational tools for studying mammalian genomes for conserved sequence motifs which 
are involved in regulatory processes through interactions with cellular proteins.

Pierre Baumann, Dipl. Chem., Ph.D. has been Professor emeritus, since 2007, in psychopharma-
cology, Dept of Psychiatry (CHUV), University of Lausanne. His research interests are metabolism, 
pharmacokinetics and pharmacogenetics of psychotropic drugs, phase II – IV studies, analytical methods, 
therapeutic drug monitoring, pharmacovigilance in psychiatry, neuropsychopharmacology, and clinical 
psychopharmacology. He has been published in more than 300 books and international journals.

Richipal Singh Bindra received his BE degree from Dr. BAMU University, India. He is currently 
a graduate student in the Bioinformatics Program and Department of Computer Science at the New 
Jersey Institute of Technology, Newark, New Jersey, USA. His research interests include computational 
biology, databases, and data mining.

Shveta Bisht obtained her Bachelor of Science degree from Panjab University in the subject bio-
technology in the year 2005. She then joined Indian Institute of Science under the integrated PhD 
program and obtained her Master in Science degree in 2008. Currently, she is pursuing her PhD under 
the supervision of Prof M.R.N. Murthy and her current research interests include crystallographic and 
computational analyses of pathogen proteins.

Christian Boehm is currently professor of informatics at Ludwig-Maximilians-Universit Universität 
München, Germany (LMU) and visiting professor at Florida State University, Tallahassee (FSU). His 
previous affiliations include Technische Universität München (TUM) and the University for Medical 
Informatics and Technology in Innsbruck, Austria (UMIT). He has currently more than 90 reviewed 
publications in database research (with focus on indexing) and data mining (with focus on clustering). 
He holds one patent and has received the SIGMOD best paper award 1997 and the best paper honorable 
mention award at the SIAM Int. Conf. on Data Mining (SDM) 2008.
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Francesco Bruno received his master degree in computer engineering at University of Calabria 
on July, 2008. His master thesis concerned motif extraction from biological networks. Currently, he is 
working at Value Team as a software consultant.

Young-Rae Cho received his Ph.D. degree in computer science and engineering from State Uni-
versity of New York at Buffalo in 2009, and the Master’s degree in computer science from University 
of Illinois at Urbana-Champaign in 2003. He is currently an assistant professor in the Department of 
Computer Science at Baylor University. His research interests include bioinformatics, computational 
biology, systems biology, and data mining. He has authored or coauthored more than 20 publications in 
journals, conferences, and book chapters. He served as the program committee in several international 
conferences such as BIBM 2009 and ACM-BCB 2010. He received the Young Investigator Development 
Program Award from the Vice Provost for Research at Baylor University in 2010.

Frank Collart received his M.S, in Chemistry from Bowling Green State University in 1982 and 
his Ph.D in Medical Sciences from the Medical College of Ohio in 1984. . He is a Molecular Biologist 
and Principle Investigator in the Biosciences Division, Argonne National Laboratory. He is a Principal 
Investigator and Research Coordinator for the Experimental Annotation of Function. Research interests 
include informatics and molecular approaches for elucidation of sensory and response pathways in 
bacteria and fungi.

Andreas Conca M.D. is Head of the Department of Psychiatry, Regional Hospital Bolzano (I), As-
sociate Professor, Department of Psychiatry, Medical University Innsbruck (A), and Chairman of the 
Task force for Special Treatment Modalities in Psychiatry of the Austrian Society of Psychiatry and 
Psychotherapy (A). He has been published in more than 100 papers, participated in over 250 national 
and international talks, and received multiple awards due to his expertise.

Yang Dai received Ph.D degree in Management Science and Engineering from University of Tsukuba, 
Japan, in 1991. From 1991 to 1997 she was a research associate, an assistant professor at the Department 
of Management Science of Kobe University of Commerce. From 1997 -2001 she was an assistant pro-
fessor of Department of Mathematical and Computing Sciences, Tokyo Institute of Technology, Japan. 
Since 2001 she is on faculty of Department of Bioengineering, the University of Illinois at Chicago. Her 
recent research interests include the analysis of gene expression and pathways, inference of biological 
networks, and data analysis on genome-wide association study of complex diseases. Professor Dai has 
published more than 70 peer reviewed papers in various journals and conferences proceedings.

Anna Dominiczak is a British Heart Foundation Chair of Cardiovascular Medicine and heads the 
BHF Glasgow Cardiovascular Research Centre at the University of Glasgow. She is also a consultant 
physician and endocrinologist at the Western Infirmary and associate dean for Research at the Faculty 
of Medicine. She has a major research interest in cardiovascular genomics and systems medicine and 
holds a BHF Programme Grant. “Genomics and proteomics of hypertension and its vascular compli-
cations: the pathwayomic strategies.” Her total research income in the last 3 years is in excess of £35 
million. She is a Fellow of the Royal College of Physicians, the Academy of Medical Sciences, the 
Royal Society of Edinburgh and the American Heart Association. In addition to membership of several 
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editorial boards, Professor Dominiczak was editor-in-chief of Clinical Science between 2004 and 2008. 
Her scientific and clinical contributions have been recognised by invitations to serve on the Medical 
Research Council Physiological Medicine Board, British Heart Foundation Project Grant Committee, 
the Wellcome Trust Physiological Science Committee and the Scientific Advisory Board of the Leducq 
Foundation. Professor Dominiczak is an author of 230 publications in peer-reviewed journals. In 2005 
she was awarded OBE for services to medicine.

Susan Fairley completed her PhD in computing science at the University of Glasgow in the area of 
bioinformatics. She is currently employed at the Wellcome Trust Sanger Institute.

Wangsen Feng got a Ph.D degree in 2008 from Peking University. His research focus is bioinfor-
matics and algorithms.

Klaus R. Hahn has a permanent scientist-position at the institute for Biomathematics and Biomet-
rics of the Helmholtz-Zentrum Munich, Germany. His main scientific contributions are in the fields: 
Nuclear Physics, Radiation Biology and Neuro Imaging. After studying theoretical physics at the LMU 
University Munich he achieved his Doctor degree at University Tübingen. His contributions cover 
theoretical, mathematical, numerical and statistical investigations and led to about 70 refereed papers. 
He is also engaged in the education of young scientists and CoEditor of the International Journal of 
Biomathematics and Biostatistics.

Xiaoxu Han received his Ph.D. degree in applied mathematical and computational sciences (AMCS) 
from the University of Iowa in 2004. He did his postdoctoral research in computational biology in Roy 
J. Carver Center for Genomics at the University of Iowa. He is currently an associate professor in the 
Department of Mathematics and Bioinformatics Program at Eastern Michigan University, Ypsilanti MI 
47197 USA. His current research interests include bioinformatics, systems biology, and machine learn-
ing. His recent research projects include investigating clinical-level cutting-edge pattern recognition 
methodologies for serum proteomic profiles, high-performance data reduction techniques for petascale 
data, and privacy data mining in bioinformatics.

Neil Hanlon received his PhD from the Department of Biochemistry at Imperial College. Since then 
he has completed post-doctoral work at the University of Oxford, the University of Glasgow and the 
University of Edinburgh. He is currently employed by the Centre for Systems Biology at Edinburgh 
University.

Christoph Hiemke Is head of the therapeutic drug monitoring group of the AGNP http://www.agnp.
de/, managing director of the psiac GmbH, an internet based program on drug interactions in psychiatry 
http://www.psiac.de/, and member of the scientific boards of pharmacopsychiatry and psychopharmako-
therapie. His research interests are clinical and experimental psychopharmacology, therapeutic monitoring 
of psychoactive drugs, metabolism of psychoactive drugs, metabolism of psychoactive drugs, drug-drug 
interactions, and drug transport.
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Ela Hunt is a lecturer in computer and information sciences at the University of Strathclyde in Glasgow, 
UK. She graduated with a PhD in computing science from the University of Glasgow, Glasgow, UK in 
2002. She has been a Medical Research Council Fellow in bioinformatics 2001-2005, at the University 
of Glasgow, and an EU-funded Marie Curie fellow at the ETH Zurich 2006-2008. Her research interests 
include approximate pattern matching, persistence, indexing, suffix trees, XML, bioinformatics, data 
visualisation and usability.

Robert W. Irving is a senior lecturer in the Department of Computing Science at the University of 
Glasgow. He has BSc and PhD degrees in mathematics from Glasgow University. He was previously 
employed as a faculty member in the Department of Mathematics and Computer Science at the University 
of Salford, and as a communications specialist at the UK Government Communications Headquarters in 
Cheltenham. His research interests are in the design and analysis of algorithms, data structures, compu-
tational complexity, combinatorial optimization, and discrete mathematics, with particular expertise in 
matching algorithms and string algorithms, and he has published over 70 research papers in these fields.

Ning Jin is a graduate student in the Department of Computer Science at the University of North 
Carolina at Chapel Hill. He received his bachelor’s degree in computer science at the Peking University 
in 2007. His research interests include bioinformatics and data mining.

Hisashi Kashima received the ME and PhD degrees in informatics from Kyoto University, Kyoto, 
Japan, in 1999 and 2007, respectively. He has been a researcher at the Tokyo Research Laboratory, IBM 
Research, Tokyo, Japan, since 1999. His research interests include machine learning and its applications 
to bioinformatics, autonomic computing, and business intelligence.

Tsuyoshi Kato received the BE, ME, and PhD degree from Tohoku University, Sendai, Japan, in 
1998, 2000, and 2003. From 2003 to 2005, he was with the National Institute of Advanced Industrial 
Science Technology (AIST) as a postdoctoral fellow in the Computational Biology Research Center 
(CBRC) at Tokyo. From 2005 to 2008, he was an assistant professor at the Graduate School of Frontier 
Sciences, University of Tokyo. Since 2008, he has been an associate professor at the Center for Infor-
mational Biology, Ochanomizu University. Currently, he is also a guest researcher at CBRC. His current 
scientific interests include bioinformatics and statistical pattern recognition.

Imtiaz A. Khan (IAK) has been active in the fields of bioinformatics and computational biology and 
has focused lately (over 5 yrs) on image based oncology research. IAK started his professional career 
in pharmaceutical sciences; and then actively converted to gaining training in bioinformatics inspired 
by the challenges facing biology and medicine in embracing bioinformatics science and technology. 
IAK gained post-graduate degrees in Bioinformatics from UK and US institutions along with associ-
ated training elements at both NCBI and EBI. IAK has introduced novel bioinformatics infrastructure 
(PMID: 17387278) that aims to transform images to knowledge and thus augmenting our understanding 
about the dynamics of cellular behaviour. He is a senior researcher within the Cardiff-Swansea Systems 
Cytometry Group, an interdisciplinary group bringing together biologists, engineers and mathemati-
cians alike. Currently, as a Marie Curie Fellow he is working at the Broad Institute of Harvard and MIT, 
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Cambridge, USA. Primary objective of his current research is to develop infrastructure enabling the 
interoperability of data generated from different cytometric platforms.

Oruganty Krishnadev obtained his Bachelor of Science degree from Delhi University in the subject 
biochemistry in 2002. He then joined Indian Institute of Science under the integrated PhD program and 
obtained the Master in Science degree in 2005. Currently, he is pursuing his PhD under the supervision of 
Prof Srinivasan and his current research interests include development of algorithms for protein-protein 
interactions and structure prediction using remote homology detection methods.

Hans-Joachim Kuss is dealing with analytical chemistry and drug analysis for about 30 years in 
Psychiatric Clinic, University Hospital Munich (Germany). He is very experienced in Gas Chroma-
tography and Mass Spectrometry. He was investigating the pharmacokinetics of catechol amines and 
metabolites. He was analysing psychopharmaceuticals by HPLC in body fluids. He provides university 
seminars in Drug Interactions of Psychopharmaceuticals, Statistical Analysis, and Chromatography in 
Biomedical Analysis. He is author of about 30 publications in the area of drug analysis, chromatography 
and psychopharmacology.

Peter E. Larsen received his MS in Bioengineering from the University of Illinois at Chicago in 
2006. He is currently at the Molecular and Systems Biology group at Argonne National Laboratory, 
Biosciences Division. His research interests include analysis of next generation transcriptomic sequenc-
ing data, generating novel analysis methods for structural annotation of gene models, and generating 
regulatory and metabolic biological interaction networks.

Tao Li is currently an Associate Professor in the School of Computing and Information Sciences at 
Florida International University. He received his PhD in Computer Science in 2004 from the University 
of Rochester. His research interests are in data mining, machine learning, bioinformatics, and information 
retrieval. He is a recipient of NSF CAREER Award and IBM Faculty Research Awards.

Zhanhuai Li is a professor at The School of Computer Science and Engineering at the Northwestern 
Polytechnical University, Xi’An, China. He is a senior member of China Computer Federation. He is vice 
dean of the school and vice chairman of Database Technical Committee, China Computer Federation. 
He received his Master’s and Ph.D. degrees from Northwestern Polytechnical University in 1987 and 
1996 respectively. His research interest is database technology, software engineering and data mining.

Michael G. Madden is a Senior Lecturer in the College of Engineering and Informatics in the Na-
tional University of Ireland Galway, which he joined in 2000. In 2006/07, he spent a year as a Visiting 
Research Scientist in the University of Helsinki, the University of California Irvine, and the University of 
California Berkeley. He previously worked in professional software R&D. He established and leads the 
Machine Learning & Data Mining Group in NUI Galway (http://datamining.it.nuigalway.ie). His inter-
disciplinary research focuses on the development of new machine learning methods (Bayesian, SVMs, 
and others) and their application to scientific, medical and other domains, and includes contributions 
in theoretical algorithms and practical applications. He has published over 60 papers and has received 
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seven publication awards. He has three patent filings, and he co-founded a spin-out company, Analyze 
IQ Limited, based on research that he led.

Afra Maria Wohlschläger currently is the head of the neuroimaging group in the department of Neu-
roradiology, Klinikum rechts der Isar of the Technical University in Munich, Germany. She received her 
master and PhD degree in Physics at University of Cologne, Germany. Her research fields include resting 
state activity of the brain, functional connectivity analysis, multimodal integration: functional magnetic 
resonance imaging (fMRI), Diffusion Tensor Imaging (DTI), Voxel Based Morphometry (VBM), etc.

Majid Masso received a B.S and an M.S. in Mathematics from the University of Delaware and a 
Ph.D. in Bioinformatics from George Mason University (GMU) under the direction of Iosif I. Vaisman, 
where in 2005 he was awarded the inaugural Navachat Tongvichit Memorial Fellowship for Excellence 
in Bioinformatics. He currently conducts research and mentors students at GMU as a postdoctoral fellow. 
His main research interest is in modeling and prediction of the functional consequences to proteins upon 
amino acid replacements, which merges diverse disciplines including structural biology, biochemistry, 
biophysics, machine learning, probability theory, hypothesis testing, and computer programming.

Martin McBride currently holds a lectureship in systems biology in the BHF Glasgow Cardiovas-
cular Research Centre at the University of Glasgow. He completed his undergraduate and postgraduate 
training in Genetics at the University of Glasgow and received post-doctoral research training in various 
laboratories before joining Professor Dominiczak’s group. His principle research interests include the 
identification of genetic determinants of complex disease, including hypertension and stroke, in animal 
models of disease and subsequent translation to human.

John McClure currently holds a lectureship in genetic statistics within the BHF Glasgow Cardio-
vascular Research Centre with a major interest in complex quantitative traits such as blood pressure, 
insulin resistance and obesity. He is working with a large group of molecular biologists with large 
volumes of data on human and experimental high through put genetic analysis. He facilitates statistical 
analyses within several large collaborative programmes funded by the Wellcome Trust and European 
Union producing large volume of data ready for statistical analyses.

Nicholas Myers studied Neuroscience at Columbia University, where he assisted in using brain imag-
ing techniques to study human language comprehension. While working at the Technical University in 
Munich he has collaborated on using brain imaging to identify the relationship between structural and 
functional alterations and attentional impairments in early Alzheimer’s disease using diffusion tensor 
imaging, resting state fMRI, and PET. He is currently a student of Neuroscience at the University of 
Oxford, working on brain imaging studies of attention and memory.

Giri Narasimhan received his B.Tech degree from the Indian Institute of Technology, Mumbai, India, 
and his PhD from the University of Wisconsin - Madison. He was a faculty member in the Mathematical 
Sciences Department at the University of Memphis until 2001. Since then he has been a faculty member 
in the School of Computing and Information Sciences at Florida International University. His research 
interests include the design and analysis of algorithms and bioinformatics.
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Kinya Okada received the BS degree in Agriculture from the University of Tohoku, Sendai, Japan 
in 2003, and the MS degree in information science from Nara Institute of Science and Technology, Nara, 
Japan in 2004, and the PhD degree in science from the University of Tokyo, Kashiwa, Japan in 2008. 
Currently, he is in KO Institute for Medical Bioinformatics, Kanagawa, Japan. His research interest is 
bioinformatics.

Luigi Palopoli is a Professor of Computer Science at DEIS of University of Calabria and research 
associate with ICAR-CNR. He is chairing the School of Computer Engineering at University of Calabria. 
He was a visiting scholar at UCLA, AT&T Laboratories, Oxford University and Technical University of 
Wien. His main research interests are in the areas of information systems and databases, artificial intel-
ligence, game theory and bioinformatics. He authored about 150 papers appearing in refereed journals 
and conference proceedings. Palopoli serves in the editorial board of AI Communications – The European 
J. on AI, and in several conference program committees.

Claudia Plant currently is visiting professor at the department of Scientific Computing at the Florida 
State University sponsored by a Feodor Lynen fellowship of the Alexander von Humboldt Founda-
tion. She received her PhD in biomedical informatics in 2004 from the University of Health Sciences 
Medical Informatics and Technology (UMIT), Austria. She has been working on several biomedical 
data mining projects at UMIT, University of Munich and Technische Universität München, Germany 
with applications in metabolomics, proteomics and neuroscience. Besides mining biomedical data she 
has been contributing to basic research especially in clustering, high-performance data mining and 
information-theoretic data mining.

Naren Ramakrishnan is a professor and the associate head for graduate studies in the Department of 
Computer Science at Virginia Tech. His research interests include computational science (esp. computa-
tional biology), mining scientific data, problem solving environments, and information personalization. 
He received his PhD in computer sciences from Purdue University in 1997. Ramakrishnan currently 
serves on the editorial boards of IEEE Computer, Knowledge and Information Systems, and the Journal 
of Intelligent Information Systems. He is an ACM Distinguished Scientist.

Simona E. Rombo is a post-doc fellow at DEIS, University of Calabria. She obtained her PhD in 
“computer science, biomedicine and telecommunications” at University “Mediterranea” of Reggio 
Calabria. She was a visiting scholar at the Department of Computer Science, Purdue University. Her 
research interests include bioinformatics, data mining, combinatorial algorithms.

Ricardo Santiago-Mozos is a Spanish Foundation for Science and Technology post-doctoral fel-
low (since September 2010) at the Machine Learning & Data Mining Group in National University of 
Ireland, Galway where he has just completed a Marie Curie Fellowship that commenced in October 
2009. In September 2009 he obtained his PhD in Signal Processing and Communications at the Carlos 
III University of Madrid, where he developed a screening system for tuberculosis diagnosis. His research 
interests include machine learning, medical applications, genetic algorithms and communications, and 
he has co-authored more than 20 papers appearing in refereed journals and conference proceedings.
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Xuequn Shang is an association professor at The School of Computer Science and Engineering at the 
Northwestern Polytechnical University, Xi’an, China. She completed her PhD degree from University 
of Magdeburg, Germany in 2005. She is head of computer software and engineering department. She is 
a member of China Computer Federation. Since 2001 she has been researching in data mining, database 
technology and bioinformatics.

Junming Shao is currently a PhD student of Insititute of informatics at University of Munich, Ger-
many (LMU). He received his bachelor and master degree in Computer Science from Northwest A&F 
University, China, in 2005 and 2008 respectively. Currently, he is also working with neuroimaging group 
in the department of Neuroradiology, Klinikum rechts der Isar of the Technical University to investigate 
the relationship between structural and functional connectivity in Alzheimer’s disease using diffusion 
tensor imaging and fMRI. Besides his basic research of data mining, he has been applying data mining 
techniques in diverse fields, such as biology, neuroscience and environment.

Narayanaswamy Srinivasan obtained his Bachelor’s and Master’s degrees in physics and biophys-
ics respectively from University of Madras. He received his PhD from Indian Institute of Science for 
his thesis work on computational analysis of protein conformation. He had three postdoctoral stints in 
England; in Birkbeck College, London, Ludwig Institute for Cancer Research, London and Department 
of Biochemistry, University of Cambridge. He is currently leading a research team in the Molecular Bio-
physics Unit, Indian Institute of Science and his team focuses on computational biology with problems 
centered around genome-wide analysis, prediction of protein structure, function and interactions and 
biological pathways. He is the Fellow of two of the National Academies of India and received Shanti 
Swroop Bhatnagar Prize and National Bioscience Award. He is a Senior Fellow of the Manchester Uni-
versity, UK and a visiting Professor at Reunion University, France. He serves in the editorial boards of 
several journals including IJKDB.

Viktoria Stieffenhofer née Tatusch studied Pharmacy at the University of Mainz from 2001-2006, and 
wrote her dissertation at the Neurochemical Laboratory, Department of Psychiatry and Psychotherapy, 
University Medical Centre Mainz.

Masashi Sugiyama received the BE, ME, and PhD degrees in computer science from Tokyo Insti-
tute of Technology, Tokyo, Japan, in 1997, 1999, and 2001, respectively. In 2001, he was appointed as 
a research associate at the Tokyo Institute of Technology, where since 2003, he has been an associate 
professor. His research interests include machine learning and signal/image processing.

Kazuhiro Takemoto received his Doctoral degree in Informatics from Kyoto University, Japan, 
in 2008 after earned his Bachelor’s and Master’s degrees in Computer Science from Kyushu Institute 
of Technology, Japan, in 2004 and 2006, respectively. He is currently belonging to the Department of 
Computational Biology, University of Tokyo, Japan, as a Postdoctoral Fellow after served as a JSPS 
Research Fellow for two years from 2007. His research interests are network science including theory, 
bioinformatics, and mathematical biology. In particular, he recently focuses on metabolism, and at-
tempts to elucidate the adaptive mechanisms of metabolic networks in extremophiles and the diversity 
of secondary metabolites in plants by a combination of their scientific fields.
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Takeyuki Tamura received B.E., M.E. and Ph.D. degrees in informatics from Kyoto University, 
Japan, in 2001, 2003, and 2006, respectively. He joined Bioinformatics Center, Institute for Chemical 
Research, Kyoto University as a postdoctoral fellow in April, 2006. He works as an assistant professor 
from December, 2007. His research interests are bioinformatics and the theory of combinatorial optimi-
zation for graphs and networks. The current research topics include algorithms related to fixed points 
of Boolean networks, finding reaction cuts of metabolic networks, completing networks using observed 
data and calculating impact degree of deleting reactions of metabolic networks. His approach for these 
topics includes mathematically proving computational complexity, developing efficient algorithms, ap-
plying integer programming.

Sven Ulrich studied at the Organic Chemistry Technical University Merseburg, Germany and Mos-
cow State University, Russia. He wrote his Ph.D. Theses in organic and analytical chemistry in 1992. 
From 1993-2002 Sven Ulrich studied therapeutic drug monitoring, clinical psychopharmacology, and 
drug analysis in body fluids at the Institute of Clinical Pharmacology, University Hospital, Magdeburg, 
Germany. From 2003 to the present date, Sven Ulrich is active in the pharmaceutical industry studying 
regulatory, pharmacovigilance, medical-scientific, and clinical psychopharmacology. He has been pub-
lished in about 30 clinical psychopharmacology, therapeutic drug monitoring and drug analysis articles.

Jason T.L. Wang received a B.S. in Mathematics from National Taiwan University, Taipei, Taiwan, 
and a Ph.D. in Computer Science from the Courant Institute of Mathematical Sciences at New York 
University, New York, USA. He is a Professor of computer science and bioinformatics at the New Jersey 
Institute of Technology, Newark, New Jersey, USA. He has published over 120 peer-reviewed papers, 5 
books, has been a program committee member of over 100 conferences, and is on the editorial board of 
15 journals as well as the Executive Editor of the World Scientific book series on science, engineering 
and biology informatics. His research interests include data mining, knowledge discovery, computational 
biology and bioinformatics.

Lusheng Wang received the Ph.D. degree from McMaster University, Hamilton, ON, Canada, in 
1995. Currently, he is a Professor in the Department of Computer Science, City University of Hong 
Kong. His research interests include algorithms, bioinformatics, and computational biology.

Miao Wang is a doctoral student at The School of Computer Science and Engineering at the North-
western Polytechnical University, Xi’an, China. He completed his Master Degree from University of 
Northwestern Polytechnique in 2008. Since 2006 he has been researching in data mining and bioinformatics.

Wei Wang is a professor in the Department of Computer Science and a member of the Carolina 
Center for Genomic Sciences at the University of North Carolina at Chapel Hill. She received a MS 
degree from the State University of New York at Binghamton in 1995 and a PhD degree in Computer 
Science from the University of California at Los Angeles in 1999. She was a research staff member at the 
IBM T. J. Watson Research Center between 1999 and 2002. Dr. Wang’s research interests include data 
mining, bioinformatics, and databases. She has filed seven patents, and has published one monograph 
and more than one hundred research papers in international journals and major peer-reviewed confer-
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ence proceedings. She serves on the program committees of prestigious international conferences such 
as ACM SIGMOD, ACM SIGKDD, VLDB, ICDE, EDBT, ACM CIKM, IEEE ICDM, and SSDBM.

Chengyong Yang is currently leading the algorithm team to develop image analysis and base-calling 
algorithms for next-gen sequencing platforms at the Life Technologies Inc. Chengyong received his PhD 
degree in Computer Science from Florida International University (2006) and his dissertation focused 
on knowledge discovery from homogenous and heterogeneous sources of biological data. His research 
interests include image processing, high performance computing, data mining, and statistical modelling.

Qinli Yang obtained her bachelor degree from Northwest A&F University in the subject Environ-
mental Science in 2007. Currently, she is pursuing her PhD in the field of Environment Engineering in 
the University of Edinburgh. Her research interests include water engineering, flood risk control and 
data mining.

Calvin Young completed his bachelor’s degree in computer science at the University of North Carolina 
at Chapel Hill in 2010. He is currently working as a software engineer at Google. His research interests 
include bioinformatics, data mining, and graph mining.

Mohammed J. Zaki is a Professor of Computer Science at RPI. He received his Ph.D. degree in 
computer science from the University of Rochester in 1998. His research interests focus on developing 
novel data mining techniques, especially in bioinformatics. He has published over 175 papers and book-
chapters on data mining and bioinformatics. He was the founding co-chair for the BIOKDD series of 
workshops. He is currently an Executive Editor for Statistical Analysis and Data Mining, and an Associate 
Editor for Data Mining and Knowledge Discovery, ACM Transactions on Knowledge Discovery from 
Data, Knowledge and Information Systems, ACM Transactions on Intelligent Systems and Technology, 
Social Networks and Mining, and International Journal of Knowledge Discovery in Bioinformatics. He 
was the program co-chair for SDM’08, SIGKDD’09 and PAKDD’10. He received the National Science 
Foundation CAREER Award in 2001 and the Department of Energy Early Career Principal Investigator 
Award in 2002. He also received the ACM Recognition of Service Award in 2003 & 2009, and an IEEE 
Certificate of Appreciation in 2005.

Erliang Zeng is currently a research faculty member in the Department of Computer Science and 
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